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Gene – Bursty model
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Bursty model  
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Cellular differentiation 

(biorender.com)
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Single Cell RNA seq 

(Adapted from Bawa et al. 2022)
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(Gabriel Peyré, X, 2023)

Schrödinger Problem
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(Gabriel Peyré, X, 2023)

Schrödinger Problem

μ ν

Minimisation of the entropy of 
the reference process
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Cells trajectories in 2D
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Cells trajectories in 2D

 Underlying reference process ?
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Methods: Simulated data
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Methods: Approximation of the reference process
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Methods: Approximation of the reference process
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Methods: Approximation of the reference process
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Methods: Approximation of the reference process
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Methods: Schrödinger Problem
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Result

Coupling with diffusive process Real Coupling 
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Result

Coupling with Bursty process Real Coupling 
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Discussion 

How to extend the model  for real data ?
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Discussion 

?

How to extend the model  for real data ?

RNA data ? Computational time ?
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Discussion 

?

How to extend the model  for real data ?

RNA data ✅

Computational time ✅
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Discussion : Next steps 

(Ventre et al. 2023)
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Thank you for your attention 

Contact: clemence.fournie@math.cnrs.fr 


	Diapo 1
	Diapo 2
	Diapo 3
	Diapo 4
	Diapo 5
	Diapo 6
	Diapo 7
	Diapo 8
	Diapo 9
	Diapo 10
	Diapo 11
	Diapo 12
	Diapo 13
	Diapo 14
	Diapo 15
	Diapo 16
	Diapo 17
	Diapo 18
	Diapo 19
	Diapo 20
	Diapo 21
	Diapo 22
	Diapo 23
	Diapo 24
	Diapo 25
	Diapo 26
	Diapo 27
	Diapo 28
	Diapo 29
	Diapo 30
	Diapo 31
	Diapo 32
	Diapo 33
	Diapo 34
	Diapo 35
	Diapo 36
	Diapo 37
	Diapo 38
	Diapo 39
	Diapo 40
	Diapo 41
	Diapo 42
	Diapo 43
	Diapo 44

